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denepadbHOE TOCYIAPCTBEHHOE OIOJUKETHOE YyupexacHue Haykn HMHCTHTYT
Ononorun reHa Poccuiickod akageMUMu HayK COIVIACEH BBICTYIUTH B KaudeCTBC
BEJYyILIEH OpraHu3aliy 10 JuccepTaiuoHHoi padore JlykpaHumkoBol Bapsapsr
AnexceeBHbl Ha TeMy: «OCOOEHHOCTH TPEXMEPHOW OpraHu3alM¥ XpOMaTHHA Yy
IpejICTaBUTENIelt KOMapoB pojaa Anopheles» Ha couCKaHHE YYEHOM CTEICHH
KaHuaara GHOJOrMYECKHX HAYK IO CrenHanbHOCTH 1.5.22 — KieToyHas ouosorus
(OuosoruyecKue HayKu).

[TpuoskeHue: CBEJICHHUS O BEIYILEH OpraHu3aliy.
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CBenenus

O Beayuieit opranu3anumu

[TotHO€ HAaMMEHOBAaHKE OPTAHU3AIINH denepanbHOE TOCYIAPCTBEHHOE OIOHKETHOE
yupexeHue Hayku VHCTUTYT OMOJOTHU TeHa
Poccuiickoil akaieMuu HayK

CokpalieHHOE€ HAMMEHOBAHUE OpTraHU3aINU: NBI' CO PAH

MecTo HaXO0XACHUS: r.Mocksa

[TouToBBIN agpec ¢ UHIECKCOM: 119334, yn. BaBunoga, nom 34/5
Tenedon: +7 (499) 135-60-89, 135-60-13, 135-14-03
e-mail: info@genebiology.ru

®amumins, UM, OTYECTBO, Yy4Y€Hasi CTEIEHb, | ['eoprues IlaBen I'eoprueBny

YHCHOC  3BAHHC, NOJDKHOCTBE  PYKOBOIUTCIA | Axanemuk PAH, moxTop OMONIOrHYECKHUX HAYK,
BCIYIICH OPTaHU3AIUH npocdeccop, IUPEKTOP, 3aBEAYIOMINI
naboparopueit
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Jlaboparopuu, Kadbenpsl unu apyrue Hayunsie | Otnen kieToyHoil reHomukH, Jlabopatopus
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Crrcok OCHOBHBIX MyOJIMKalMi paOOTHUKOB BEAYyIIEH OpraHU3allK MO0 TEME JUCCEpPTAIH B
pelieH3UpYyEeMbIX U3/IaHUsIX 3a nocieanue 5 aet (He 6osee 15 myOmukaruii) npunaraercs.

1) Gavrilov AA, Zharikova AA, Galitsyna AA, Luzhin AV, Rubanova NM, Golov AK, Petrova NV,
Logacheva MD, Kantidze OL, Ulianov SV, et al. 2020. Studying RNA-DNA interactome by Red-C
identifies noncoding RNAs associated with various chromatin types and reveals transcription
dynamics. Nucleic Acids Research 48:6699-6714.

2) Golov AK, Abashkin DA, Kondratyev NV, Razin SV, Gavrilov AA, Golimbet VE. 2020. A modified
protocol of Capture-C allows affordable and flexible high-resolution promoter interactome analysis.
Sci Rep 10:15491.

3) Golov AK, Golova AV, Gavrilov AA, Razin SV. 2021. Sensitivity of cohesin—chromatin association
to high-salt treatment corroborates non-topological mode of loop extrusion. Epigenetics & Chromatin
14:36.

4) llyin AA, Kononkova AD, Golova AV, Shloma VV, Olenkina OM, Nenasheva VV, Abramov YA,
Kotov AA, Maksimov DA, Laktionov PP, et al. 2022. Comparison of genome architecture at two stages
of male germline cell differentiation in Drosophila. Nucleic Acids Research 50:3203-3225.

5) Kantidze OL, Razin SV. 2020. Weak interactions in higher-order chromatin organization. Nucleic
Acids Research 48:4614-4626.

6) Kos PI, Galitsyna AA, Ulianov SV, Gelfand MS, Razin SV, Chertovich AV. 2021. Perspectives for the
reconstruction of 3D chromatin conformation using single cell Hi-C data.MacKerell A, editor. PLoS
Comput Biol 17:¢1009546.



7) Luzhin AV, Flyamer IM, Khrameeva EE, Ulianov SV, Razin SV, Gavrilov AA. 2019. Quantitative
differences in TAD border strength underly the TAD hierarchy in Drosophila chromosomes. J Cell
Biochem 120:4494-4503.

8) Polovnikov K, Gorsky A, Nechaev S, Razin SV, Ulianov SV. 2020. Non-backtracking walks reveal
compartments in sparse chromatin interaction networks. Sci Rep 10:11398.

9) Razin SV, Gavrilov AA. 2021. Non-coding RNAs in chromatin folding and nuclear organization. Cell.
Mol. Life Sci. 78:5489-5504.

10) Razin SV, Ulianov SV. 2020. Divide and Rule: Phase Separation in Eukaryotic Genome Functioning.
Cells 9:2480.

11) Shevelyov Y, Ulianov SV. 2019. The Nuclear Lamina as an Organizer of Chromosome Architecture.
Cells 8:136.

12) Ulianov SV, Doronin SA, Khrameeva EE, Kos PI, Luzhin AV, Starikov SS, Galitsyna AA, Nenasheva
VV, llyin AA, Flyamer IM, et al. 2019. Nuclear lamina integrity is required for proper spatial
organization of chromatin in Drosophila. Nat Commun 10:1176.

13) Ulianov SV, Razin SV. 2022. The two waves in single-cell 3D genomics. Seminars in Cell &
Developmental Biology 121:143-152.

14) Ulianov Sergey V, Velichko AK, Magnitov MD, Luzhin AV, Golov AK, Ovsyannikova N, Kireev I,
Gavrikov AS, Mishin AS, Garaev AK, et al. 2021. Suppression of liquid-liquid phase separation by
1,6-hexanediol partially compromises the 3D genome organization in living cells. Nucleic Acids
Research 49:10524-10541.

15) Ulianov Sergey V., Zakharova VV, Galitsyna AA, Kos PI, Polovnikov KE, Flyamer IM, Mikhaleva
EA, Khrameeva EE, Germini D, Logacheva MD, et al. 2021. Order and stochasticity in the folding of
individual Drosophila genomes. Nat Commun 12:41.



